microRNA

Mature miRNA Seq (5'-3")

PremicroRNA Sequence (5'-3')
gggugagguaguagguuguauaguuuggggcucugcccugcuaugggauaaCUAUACAAUCUACU

Position

1 |bta-let-7a-3p cuauacaaucuacugucuuuc GUCUUUCCU 52to 72
_ o ugggaUGAGGUAGUAGGUUGUAUAGUUuuagggucacacccaccacugggagauaacuauacaau
2 |bta-let-7a-5p ugagguaguagguuguauaguu cuacugucuuuccua 6 to 27
_ _ CcggggUGAGGUAGUAGGUUGUGUGGUUucaggguagugauguugcccccucggaagauaacuaua
3 |bta-let-7b ugagguaguagguugugugguu caaccuacugccuuce 6 to 27
_ _ gcauccggguUGAGGUAGUAGGUUGUAUGGUUuagaguuacacccugggaguuaacuguacaacc
4 |bta-let-7c ugagguaguagguuguaugguu UUCUAGCULLCCUUGYAgE 11 to 32
5 |bta-let-7d agagguaguagguugcauaguu ccuaggaAGAGGUAGUAGGUUGCAUAGUUuucgggcagggauuuugcccacaaggagguaacuau 810 29
acgaccugcugccuuucuuagg
_ _ cccgggcUGAGGUAGGAGGUUGUAUAGUugaggaggacacccaaggagaucacuauacggccucc
6 |bta-let-7e ugagguaggagguuguauagu uagcuuucceeagg 8to 28
7 |bta-tet-7f Ugagguaguagauuguauaguu ucagagUGAGGUAGUAGAUUGUAUAGUUgugggguagugauuuuacccuguucaggagauaacua 71029
uacaaucuauugccuucccuga
_ _ aggcUGAGGUAGUAGUUUGUACAGUUugagggucuaugauaccacccgguacaggagauaacugu
8 |bta-let-7g ugagguaguaguuuguacaguu acaggecacugecuugee 5to 26
9 |bta-let-7i ugagguaguaguuugugeuguu cuggcUGAGGUAGUAGUUUGUGCUGUUggucggguugugacauugcccgcuguggagauaacugc 610 27
gcaagcuacugccuugcua
e bto—nir—1 uggaauguaaagaaguauguau gcuugggaaacauacuucuuuaugugcccauauggaccugcuaagcuaUGGAAUGUAAAGAAGUA 49 t0 70
UGUAUuucagg
11 |bta-mir-100 aacccguagauccgaacuugug ccuguugccacaAACCCGUAGAUCCGAACUUGUGgugguagugcacacaagcuugugucuauagg 1310 34
uaugugucugu
. aggcugcccuggcucaguuaucacagugcugaugcuguccauucuaaaggUACAGUACUGUGAUA
12 |bta-mir-101 uacaguacugugauaacugaa ACUGAAggauggcagcea 51to 71
13 |bta-mir-103 agcagcauuguacagggeuauga SggggggcggcuucuuuacagugcugccuuguugcauauggaucaAGCAGCAUUGUACAGGGCUA 46 10 68
. ccuuggccauguAAAAGUGCUUACAGUGCAGGUAgcuuuuugagaucuacugcaaugcaagcacu
14 |bta-mir-106a aaaagugcuuacagugcaggua ucuuacauuaccaugg 13to 34
15 |bta-mir-106b uaaagugcugacagugcagau ccugccggggcUAAAGUGCUGACAGUGCAGAUagugguccugugugcuaccgcacuguggguacu 12 10 32
ugcugcuccggcagg
. cucucugcuuucagcuucuuuacaguguugccuuguggcauggaguucaAGCAGCAUUGUACAGG
16 |bta-mir-107 agcagcauuguacagggcuauc GCUAUCaaagcacaga 50to 71
17 |bta-mir-10a UaccCugUagaUCcgaauuugug gaucugucugucuucuguauaUACCCUGUAGAUCCGAAUUUGUGuaaggaauuuugugaucacaa 22 t0 44
auucguaucuaggggaauauguaguugacauaaacacuccgcuc
18 |bta-mir-10b uacccuguagaaccgaauuugug cagugacguugucuauauaUACCCUGUAGAACCGAAUUUGUGugguauccauguagucacagauu 20 t0 42
cgauucuaggggaauauauggucgaugcaaaaac
19 |bta-mir-1185 agaggauacccuuuguauguu uuugguacuugaagAGAGGAUACCCUUUGUAUGUUcacuuuauuaauggcgaauauacagaggga 1510 35

gacucuuauuugcguaucaaa




I caacauauuaAAUGGAUUUUUGGAGCAGGaaguuggaauagaggcuuucucagacaaauacuuua
20 |bta-mir-1246 aauggauuuuuggagcagg cugugcag 11to 29
s UUUuACCUUCUUGUAUAAGCACUGUGCUAAAauuacagaaaccaagauagccuugguuuuuguaau
21 |bta-mir-1248 accuucuuguauaagcacugugcuaaa aaugcuagcagaguauuacacaagaagaagaggaacugea 4to 30
22 |bta-mir-1249 acgcccuucccccccuucuuca gggaggagggaggagaugggccacguucccucugccuggaACGCCCUUCCCCCCCUUCUUCAccu | 41 to 42
23 |bta-mir-125a UCCCugagacccuuuaaccugug ugccggccucugcgUCCCUGAGACCCUUUAACCUGUGaggacguccagggucacaggugagguuc 15 t0 37
uugggagccuggcguccggcc
24 |bta-mir-125b UCCCUOadacceuaacuuguaa cgcgcgccucucaaUCCCUGAGACCCUAACUUGUGAuguuuaccguuuaaauccacggguuaggc 1510 36
9ag gug ucuugggagcugcgagucgcgcc 0
25 |bta-mir-1260b aucccaccacuaccacca guugcugcugcucgccaucgAUCCCACCACUGCCACCAcugcugcuacugcuccgcaggugcuge 2110 38
g ugguggugaugaugauaguccggcgggggcgecugg °
e _ ugacgggacauuauuacuuuugguacgcgcugugacacuucaaacuCGUACCGUGAGUAAUAAUG
26 |bta-mir-126-3p cguaccgugaguaauaaugcg CGcuguca 47 to 67
. ugaucacugucuccagccugcugaagcucagagggcucugauucagaaagaucaUCGGAUCCGUC
27 |bta-mir-127 ucggauccgucugagcuuggcu UGAGCUUGGCUggucggaagucuccucauc 55to 76
I cacccagaucagugCUUGGCACCUAGUAAGUACUCAguauauacuuguugagugccugcuaugug
28 |bta-mir-1271 cuuggcaccuaguaaguacuca ccaggcauugugeugagggeu 15 to 36
e ugagcuguuggauucggggccguagcacugucugagagguuuacauuucUCACAGUGAACCGGUC
29 |bta-mir-128 ucacagugaaccggucucuuu UCUUUuUCagcugeuuc 50 to 70
I _ cugcccuucgcgaaucuuuuugcggucugggcuugcuguacauaacucaauagccggAAGCCCUU
30 |bta-mir-129-3p aagcccuuaccccaaaaagcau ACCCCAAAAAGCAUUCGCGgagggegeac 58 to 79
s ccuaccuaacugggUUAGGGCCCUGGCUCCAUCUCCuuuaggaaaaccuucuguggggagugggg
31 |bta-mir-1296 uuagggcccuggcuccaucucc cuuugacccuaaccuageugggeugu 15to 36
32 |bta-mir-1306 ccaccuccccugcaaacgucc CCACCUCCCCUGCAAACGUCCagugaugcagagguaauggacguuggcucugguggug 1to 21
caucaagagucggcugagucacugccacugccuaccaaucucgaccggaccucgaccggcucguc
33 [bta-mir-1307 acucggcguggcgucggucgug uauauugccaaucgACUCGGCGUGGCGUCGGUCGUGguagauaggcggucauacagacgaguuuu | 80 to 11
caaguguugcucuggugac
e ugcugcgggccggagcucuuuucacauugugcuacugucugcgccugucacuagCAGUGCAAUGU
34 |bta-mir-130a cagugcaauguuaaaagggcau UAAAAGGGCAUUggCUgUgeageg 55to 76
e ggccugccugacacucuuucccuguugcacuacugugcgccccuggcaagCAGUGCAAUGAUGAA
35 |bta-mir-130b cagugcaaugaugaaagggcau AGGGCAUCggucaggee 51to 72
e ccgccccecgegucuccagggcaaccguggcuuucgauuguuacugugggaaccggaggUAACAGU
36 |bta-mir-132 uaacagucuacagccauggucg CUACAGCCAUGGUCGCCCCGeageacycecacyeye 59 to 80
R ugggaccgaaugcuuugcuaaagcugguaaaauggaaccaaaucaacuguucgauggalUuGGuC
37 |bta-mir-133a uuugguccccuucaaccagcug CCCUUCAACCAGCUGUagcugcgcauugau 59 to 80
I _ ggcuucggugcuggggagcggcccccgggcgggccucugcucuggeccCUCCUGGGGCCCGCACU
38 |bta-mir-1343-3p |cuccuggggcccgcacucuc CUCgcuccgggee 49 to 68




39 |bta—mir-136 acuccauuuguuuugaugaugga uuggaugagcccucggaggACUCCAUUUGUUUUGAUGAUGGAUucuuacgcuccaucaucgucuc
aaaugagucuucagaggguuccaucau 20 to 42

40 |bta-mir-138 agcugguguugugaaucaggecg cuggcacggugcgguggggcAGCUGGUGUUGUGAAUCAGGCCGucgccaaucagagaacggcuac
uucacaacaccagggucacaccccaccccagg 21to0 43

41 |bta-mir-1388-3p |aucucagguuugucagcccgca ccugggcggugccuucaggacuguccaaccugagaauggugagcauccagggacaAUCUCAGGUU
P 99 9 9 9 UGUCAGCCCGCAaggugccguccccuc 999 S61to 77

42 |bta-mir-1388-5p |aggacuguccaaccugagaau ccugggcggugccuucAGGACUGUCCAACCUGAGAAUggugagcauccagggacaaucucagguu
ugucagcccgcaaggugccguccccuc 17 to 37
43 |bta-mir-139 ucuacagugcacgugucuccagu guguacUCUACAGUGCACGUGUCUCCAGUguggcucggaggcuggagacgcggcccuguuggagu 71029

aac 0

44 |bta-mir-140 uaccacal uanaaccacooa ucucucuguguccugccagugguuuuacccuaugguagguuacgucaugcuguucUACCACAGGG
ggguag 99 UAGAACCACGGAcaggauaccggggcacc 610 77

45 |bta-mir-141 EEEE S GG E R SR gaccggcucuggguccaucuuccagcacaguguuggauggucuaauggugaagcuccUAACACUG
R UCUGGUAAAGAUGGCccceggeugg J 5810 79

46 |bta-mir-142-3 aguaguuuccuacuuuau gacagugcagucacccauaaaguagaaagcacuacuaacagcacuggaggguguAGUGUUUCCUA
S 2kl CUUUAUGGAUGaguguacugug 99919 55 to 76

47 |bta-mir-142-5p |cauaaaguagaaagcacuac gacagugcagucaccCAUAAAGUAGAAAGCACUACuaacagcacuggaggguguaguguuuccua
cuuuauggaugaguguacugug 16 to 35

48 |bta-mir-143 ugagaugaagcacuguagcuc gcguccugucucccagccugaggugcagugcugcaucucuggucaguugggagucUGAGAUGAAG
SR CACUGUAGCUCGggaagggagaaguuguucugcage S6to 77

49 |bta-mir-1434-5p |guacaugaugacuaaaauuucu cacCcuuGUACAUGAUGACUAAAAUUUCUucacuuugaccugauggcuauugaagaaaucuaaggu
cugaggug 7to 28

50 |bta-mir-145 guccaguuuucccaggaaucccu caccuuguccucacgGUCCAGUUUUCCCAGGAAUCCCUuagaugcuaagauggggauuccuggaa
auacuguucuugaggucaugguu 16 to 38

51 |bta-mir-1468 cuccguuugccuguuuugcuga guugaagaggugggugguuuCUCCGUUUGCCUGUUUUGCUGAuguucauuugacuuauucucagc
aaaauaagcaaauggaaaauucauccaucaac 21to 42

52 |bta-mir-146a ugagaacugaauuccauagguugu cccauguguauccucagcuuUGAGAACUGAAUUCCAUAGGUUGUgucagugucagaccugugaag
uuuaguucuuuagcugggauaucucuaucauccu 21 to 44

53 |bta-mir-146b ugagaacugaauuccauaggcugu uaagagaacuuuggccaccuggcucUGAGAACUGAAUUCCAUAGGCUGUgagcucuagcaaaugc
ccuagggacucaguucuggugcccggcugugcuacaccauc 2610 49

54 |bta-mir-147 gugugcggaaaugcuucugeua uaugaaucuaguggaaacacuucugcacaggcuagauuauggauaccaGUGUGCGGAAAUGCUUC
UGCUAcauuuuuagg 4910 70
55 |bta-mir-148a ucagugcacuacagaacuuugu gaggcaaaguucugagacacuccgacucugaauaugauagaagUCAGUGCACUACAGAACUUUGU 4410 65

cuc (0]

56 |bta-mir-148b ucaguacalcacagaacuuugu uuagcauuugaggugaaguucuguuauacacucaggcuguggcucucugaaagUCAGUGCAUCAC
S < g AGAACUUUGUcucgaaagcuuucua g 5410 75

57 |bta-mir-150 ucucccaacccuuguaccagugu ccucucuccucacggcccugUCUCCCAACCCUUGUACCAGUGUgugucucagacccugguacagg
uacggggaggcagggaccugggggaucccagcagc 21t043




58 |bta-mir-151-3p cuagacugaagcuccuugagg gg;gcccucgaggagcucacagucuaguacgucucauccccuaCUAGACUGAAGCUCCUUGAGGa 44 10 64

59 |bta-mir-151-5p ucgaggagcucacagucuagu gg;gcccUCGAGGAGCUCACAGUCUAGUacgucucauccccuacuagacugaagcuccuugagga 81028
e uguccucccggcccagguucugugauacacuccgacucgggcucuggagcagUCAGUGCAUGACA

60 |bta-mir-152 ucagugcaugacagaacuuggg GAACUUGGGCCCggacggace 53 to 74
e cucacggcugccagcgucauuuuugugaucugcagcuaguauucucacuccagUUGCAUAGUCAC

61 |bta-mir-153 uugcauagucacaaaagugauc AAAAGUGAUCacuggcaggugugge 54 to 75
. guacuugaagAGAGGUCUUCCAUGGUGCAUUCGcuuuauucuuugacgaaucauacaugguugac

62 |bta-mir-154b agaggucuuccauggugcauucg cuuuuUULagguauca 11 to 33

Lt mir-154c agauauugcacggUUGaUCUCU uucgaaaggagguuguccgugauguauuugcuuuauuuguggcAGAUAUUGCACGGUUGAUCUCU 44 10 65

uuucuucauc
64 |bta-mir-155 uuaaugcuaaucgugauaggggu UgUUAAUGCUAAUCGUGAUAGGGGUuuuuaccucggacugacuccuacauguuagcauuaaca 3to0 25
B to-mir-15a uagcagcacauaauaauUUaU ccuuggaguaaagUAGCAGCACAUAAUGGUUUGUggauuuugaaaaggugcaggccauauugugc 1410 34
gcag gguuug ugccucaaaaauacaagg 0

I uugagaccuuaaaguacugUAGCAGCACAUCAUGGUUUACAuacuacagucaagaugcgaaucau

66 |bta-mir-15b uagcagcacaucaugguuuaca UAaUUUgCUgCUCUAgAAaUUUAAggAaaUUCAU 20to 41
e gucagcagugccuUAGCAGCACGUAAAUAUUGGUGuuaagauucuaaaauuaucuccaguauuaa

67 |[bta-mir-16a uagcagcacguaaauauuggug cugugcUgCUgaaguaagguugge 14 to 35
I cauacuuguuccgcugUAGCAGCACGUAAAUAUUGGCguaguaaaauaaauauuaaacaccaaua

68 |bta-mir-16b uagcagcacguaaauauuggc uuAaUUgUgCUgCUUUAGCgUgAcaggga 17 to 37
AT gucagaauaaugucaaagugcuuacagugcagguagugauaugugcaucuACUGCAGUGAAGGCA

69 |bta-mir-17-3p acugcagugaaggcacuugu CUUGUagcauuauggugac 51 to 70
R T gucagaauaauguCAAAGUGCUUACAGUGCAGGUAGUgauaugugcaucuacugcagugaaggca

70 |bta-mir-17-5p caaagugcuuacagugcagguagu cuuguagcauuauggugac 14 to 37

71 |bta-mir-181a Ty ugagcuccgagguugcuucagugAACAUUCAACGCUGUCGGUGAGUUuggaauuaaaaaucaaaa 24 10 47

geugucggugag ccaucgaccguugauuguacccuauggccaaccaccaucuccacc 0

I cuugggcagagguucuuucuuaaaaggucacaaucAACAUUCAUUGCUGUCGGUGGGUUgaacug

72 (oA=L aacauucadugeugucgguggguu uguggacaagcucacugaacaaugagugcaacuguggccccgcau <f8 o5

73 |bta-mir-181c aacauucaaccugucggugaguuu uugccaaggguuugggggAACAUUCAACCUGUCGGUGAGUUUgggcagcucaggcaaaccaucga 19 t0 42

ccguugaguggaccccgaggccuggaacugec

I aaugaaAAGGUAGAUAGAACAGGUCUUGUUugcaaaaugaauucaugaccuacauaucuaccaac

74 |bta-mir-1839 aagguagauagaacaggucuuguu agcaaug 7 to 30
I ccagucacauccccuuaucacuuuuccagccagcuuugugacucuaacuguUGGACGGAGAACUG

75 |bta-mir-184 uggacggagaacugauaagggu AUAAGGGUaggugauuga 5210 73




76 [bta-mir-185 uggagagaaaggcaguuccuga 0g9g9ggugagggacUGGAGAGAAAGGCAGUUCCUGAugguccccuccccaggggcuggcuuuccuc
cggccccuccuucc 14 to 35

77 |bta-mir-186 caaagaauucuccuuuugggeu ugcuuauaacuuucCAAAGAAUUCUCCUUUUGGGCUuucugauuuuauuuuaagcccaaagguga
auuuuuugggaaguuugagcu 15to 36

78 |bta-mir-188 caucccuugcaugguggagggu ugcucccucucucaCAUCCCUUGCAUGGUGGAGGGUgagcuuucugaaaaccccucccacaugca
ggguuugcaggauggugagcc 15to 36

79 |bta-mir-18a uaaggugcaucuagugcagaua uguucUAAGGUGCAUCUAGUGCAGAUAgugaaguagauuagcaucuacugcccuaagugcuccuu
cuggca 6 to 27

80 |bta-mir-18b uaaggugcaucuagugcaguua CUUgUguUAAGGUGCAUCUAGUGCAGUUAgugaagcagcucagaaucuacugcccuaaaugcucce
uucuggcaca 8to 29

81 |bta—mir-190a ugauauguuugauauauuaggu ugcaggccucugugUGAUAUGUUUGAUAUAUUAGGUuguuauuuaauccaacuauauaucaaaca
uauuccuacagugucuugcc 15to 36

82 |bta-mir-190b ugauauguuugauauuggguu ugcuucugugUGAUAUGUUUGAUAUUGGGUUguuuaauuaggaaccaacuaaaugucaaacauau
ucuuacagcaguag 11to 31

83 |bta-mir-191 caacggaaucccaaaagcageug ggcuggacagcgggCAACGGAAUCCCAAAAGCAGCUGuUugucuccagagcauuccagcugcgeuu
ggauuucguucccugcucuccugecu 15to 37

84 |bta-mir-192 cugaccuaugaauugacagccag agaccgagugcacagggcuCUGACCUAUGAAUUGACAGCCAGugcucuuguguccccucuggeug
ccaauuccauaggucacagguauguucgccucaaugccagc 2010 42

85 |bta-mir-193a-3p |aacuggccuacaaagucccagu ugggagcugagagcugggucuuugcgggcgagaugaaggugucgguucAACUGGCCUACAAAGUC
CCAGUccucggcccce 49to0 70

86 |bta-mir-193a-5p |ugggucuuugcgggcgagauga ugggagcugagagcUGGGUCUUUGCGGGCGAGAUGAaggugucgguucaacuggccuacaaaguc
ccaguccucggccccc 1510 36

87 |bta-mir-193b aacuggdcccacaaaqucc guggucccagaaucgggguuuugagggcgagaugaguuuauguuuuauccAACUGGCCCACAAAG
99 R L UCCCGCUUUuggggucau Slto74

88 |bta-mir-194 uguaacagcaacuccaugugga uucuuaacggcgucaucgauUGUAACAGCAACUCCAUGUGGAcugugcgucaauuuccaguggag
augcuguuacuuuugauggcugccaauucacu 21t0 42

89 |bta-mir-195 uagcagcacagaaauauuggca agcuccccuggcucUAGCAGCACAGAAAUAUUGGCAcugggaagaaagccugccaauauuggcug
ugcugcuccaggcaggguggug 15to 36

00 |bta-mir-196b uagguaguuuccuguuguuggga aacuggucggugauuUAGGUAGUUUCCUGUUGUUGGGAuccaccuuucucucgacagcacgacac
ugccuucauuacuucaguug 16 to 38

91 |bta-mir-197 uucaccaccuucuccacccage ggggcugugccggguagagagggcagugggagguaagagcucuucacccUUCACCACCUUCUCCA
CCCAGCagggccagca 50to 71

92 |bta-mir-19a ugugcaaaucuauacaaaac gcaguccucuguuaguuuugcauaguugcacuacaagaagaauguaguUGUGCAAAUCUAUGCAA
2o s Hga AACUGAugguggccugc J 49t0 71

93 |bta-mir-19b Ualiacasalcealldcaaaac cacuguucuaugguuaguuuugcagguuugcauccagcugugugauauucugcUGUGCAAAUCCA
9ug - Hga UGCAAAACUGAcugugguagug ’ 5410 76
94 |bta-mir-200c uaauacugccggguaaugaugga cgucuuacccagcaguguuugggugcugguugggagucucUAAUACUGCCGGGUAAUGAUGGAgY | 41 to 63




cucuugUCCUUCAUUCCACCGGAGUCUGucucguacccaaccagauuucaguggagugaaguuca

95 |[bta-mir-205 uccuucauuccaccggagucug ggag 710 28

96 |bta-mir-206 uggaauaua ugcuucccaaggccacaugcuucuuuauauccccauacggauuacuuugcuaUGGAAUGUAAGGA
99 guaaggaagugugugg AGUGUGUGGuuucggcgagcg el e

97 |bta-mir-20a uaaagugcuUaLUaguUgCagguag guagcacUAAAGUGCUUAUAGUGCAGGUAGuguuuaguuaucuacugcauuaugagcacuuaaag
uacugc 81to 30

98 |bta-mir-20b caaagugcucacagugcaggua aguacCAAAGUGCUCACAGUGCAGGUAguuuuggcagcgcucuacuguagugugggcacuuccag
uacu 6 to 27

99 |bta-mir-210 2CUGUACOUGUAACATCAOC ccuccaggcgcagggcagccacugcccaccgcacacugcgcugcuccggacccACUGUGCGUGUG
gugegugug geggeuga ACAGCGGCUGAucugucccugggcagcgcgacc e

100 |bta-mir-211 UUCCCUUUGUCAUCCULUGES uccccuggcugugugaccugugggcUUCCCUUUGUCAUCCUUUGCCcaggguucugaguggggca
gggacagcaaaggggugcucagucgucaccucccacagcauggag A28

. ugucggguagcuuaucagacugauguugacuguugaaucucauggcAACAGCAGUCGAUGGGCUG
101 |bta-mir-21-3p aacagcagucgaugggcugucu UCUgaca 9 guug 99 47 to 68

102 |bta-mir-215 augaccuaugaauugacagaca uguacaggaaaAUGACCUAUGAAUUGACAGACAacgugacuaagucugucugucauuucuguagg
ccaauguucuguau 121

103 |bta-mir-21-5p UagculaUCagacugauguugacy ugucgggUAGCUUAUCAGACUGAUGUUGACUguugaaucucauggcaacagcagucgaugggcug
ucugaca ot sl

104 |bta-mir-221 a0CUACALLOUCUGCU uuu ccaacauccaggucuagggcaugaaccuggcauacaauguagauuucuguguuuguugagcaacA
9 9 gcuggg GCUACAUUGUCUGCUGGGUUUcaggcuaccuggaaacacguucuu 65to 86

105 |bta-mir-222 a0CUACALCUGUCUACU u gcugcuggaauguguagguacccucaauggcucaguagccaguguagauccugucuuuuguaauc
9 99 999 aguUAGCUACAUCUGGCUACUGGGUcucugauggcaucuucuaccu 691089

106 |bta-mir-223 LGUCAGUULGUCARAUACCCE cccagccuccugcagugccaugcuccguguauuugacaagcugaguuggacacuccauguaguag
9 9 9 a UGUCAGUUUGUCAAAUACCCCAaguguggcauaugccuagcag 66 to 87

107 |bta-mir-22-3 aagcudcea ggcugagccgcaguaguucuucaguggcaagcuuuauguccugacccagcuaAAGCUGCCAGUUG
P geug guugaagaacug AAGAACUGuugcccucugcc S

108 |bta-mir-22-5p aguucuucaguggcaagcuuua ggcugagccgcaguAGUUCUUCAGUGGCAAGCUUUAuguccugacccagcuaaagcugccaguug
aagaacuguugcccucugcc 19D &b

109 |bta-mir-2284b aaaaguUCgUUUGEUUULLUC uuggcugAAAAGUUCGUUUGGUUUUUUCcacaagauguuagagaaagaaccugauugaacuuuuu
ggccaa 81to 28

110 |bta-mir-2284j gaaaaguucguucagguuuu guuggugggccGAAAAGUUCGUUCAGGUUUUccaaguuacagaauaacccagacaaacuguuugg
ccagcccaau 12w

- uuggcc

111 |bta-mir-2284t-3p |aaacucgaaugaauguuuugge SGGggaagaaacauucacucggguuuuuccauagcaucuuaacagaaAAACUCGAAUGAAUGUUU 48 10 69

112 |bta-mir-2284w aagaguuUgUUCGggUUUCUC uuucaauuauuggguuggccAAGAGUUUGUUCGGGUUUCUCcauaagcuguauagaaaaaccuca
augaacucuuuggccaacccaauauuuugcu 2w




113 |bta-mir-2284x UgaaaaguUCgUUCYgQUUUU ggggggzgggg;ggg;ggggﬁiﬁéﬁﬁggZEEUUCGGGUUUUuccauaagaacucaaauaaacuuu 21 t0 41
114 |bta-mir-2284y |aaaaguucguucggguUUUUC BULUUCCuUagUGccaaacIaagULILLILIggecaacoo aaUacaR UG guIgagouUc | 21072
115 |bta-mir-2285aa aaaacuggaacgaacuuuugggc CaaaaaguucguccagauuuuuccauaagauguuacagaAAAACUGGAACGAACUUUUGGGC 40 to 62
116 |bta-mir-2285ad aaaacccaaaugaacuuuuugg aaaaguucguuucaguuuuuccauaacauuuuacagAAAACCCAAAUGAACUUUUUGG 37 to 58
117 |bta-mir-2285c aaaccugaacaaacuuuuuggc gccgaaauguucguugaaguuuuuccauggggugucacggaagAAACCUGAACAAACUUUUUGGC | 44 to 65
118 |bta-mir-2285e aaaccugaacgaacuuuuuggc gccaaaaaguucguucggauuucucuguaagcugguguggauAAACCUGAACGAACUUUUUGGC 43 to 64
119 |bta-mir-2285f aaaaccugaaugaacuuuuugg g;gggcaaaaaguucauuugaguuuuccugcacuaucuuauggaAAAACCUGAAUGAACUUUUUG 45 10 66
120 |bta-mir-2285j aaaaaccagaacgaacuuuuug ZgzggucaaaaauuuguuuggguuuuuccaguugauguugAAAAACCAGAACGAACUUUUUchc 41 10 62
121 |bta-mir-2285k aaaaccggaaugaacuuuuug :ggggcaaaaaguuugcuuggauuuuucugugagauauuaugggAAAACCGGAAUGAACUUUUUG 45 t0 65
122 |bta-mir-2285n aaaaacccgaaugaacuuuugg gsﬁﬂggggzggggg:giaguucgucccgguguuuccauaagauguaacggAAAAACCCGAAUGAA 51 t0 72
123 |bta-mir-22850 aaacccgaacgaacuuuugg gﬂﬁgggggggggigzgiguucauuuggguuuuucuagugagcuguaaacaaaAAACCCGAACGAA 53 t0 72
124 |bta-mir-2285p aaaaacuugagugaacuuuugg SﬁﬂggggﬂggggggzguguucauuuggguuuuuccguaacaucuuauggAAAAACUUGAGUGAAC 50 to 71
125 |bta-mir-2285u gaaaaacccgaacgaacuuu ggzggizgﬁﬂggSg;ggggggg:gaggEgggﬂgggzuuuuucuguaccaucuuacaGAAAAACCC 57 to 76
126 |bta-mir-2285x gaaaaaucugaaugaacuuuugg xgﬂaﬂﬂggggggggﬁgzﬁzﬁguuuguucaggguuuuucuaagauguuachAAAAAUCUGAAUGA 51to 73
127 |bta-mir-2285y aaaacccaaacaaacuuuuLU 8833838;gggggiiizgggucguuuggauuucucuguaauaucuuacggaAAAACCCAAACAAA 5210 72
128 |bta-mir-2285z ccagaaaguucauucagguccu ggﬁggggﬁﬁﬁﬂgsggggggggggﬁﬁﬁggﬁﬁ;UCAGGUCCchccuaacaucuuacagaaaaccug 19 to 40
129 |bta-mir-2312 Aaaaccugaacgaacuuuuc zggggg:ggccaaacaguuugucuggguuauucuguaacuuggAAAACCUGAACGAACUUUUng 44 10 63
130 |bta-mir-2313-5p |agugcagcugaggaccaaggea gggg;ggﬁﬁUGCAGCUGAGGACCAAGGCAgggcugcaugcauucacaugccaguuccacgcugca 81029
131 |bta-mir-2317 cucugugaugacaauaccugaua gggﬂggSUGUGAUGACAAUACCUGAUAgagguacugauaccucuaucauaccugauaccugauag 510 27




ugucaggaaccccGUGUAUGAUGAAUUAUCUGACCcggccguugccucucauguaacgcuucuca

132 |bta-mir-2318 guguaugaugaauuaucugacc uggcucucacugea 14 to 35
133 |bta-mir-2331-3p |acccugcagccaaagaagcua gggzggcuuccgugccugcagaugucugugaauuccucaaggcugagACCCUGCAGCCAAAGAAG 48 10 68
134 |bta-mir-2331-5p |ggcuuccgugccugcagaugucu 28ggggcUUCCGUGCCUGCAGAUGUCUgugaauuccucaaggcugagacccugcagccaaagaag 510 27
135 |bta-mir-2335 agauaaugaugacuaacugaau gEQSAUAAUGAUGACUAACUGAAngaugacuuugggcaugguuuaguaaucaguuucaugauuu 31024
136 |bta-mir-2340 ggacUUCCCUggUYQUEULGUG gggg;;EgigggauacgaggcaagguaagaucagagugaugagaGGACUUCCCUGGUGGUCUUGU 45 10 66
137 |bta-mir-2355-3p |auuguccuugcuguuuggagau gxs:gﬂggﬁggﬁ;ggaauggacaauaugcuguuauaauuguguggcAUUGUCCUUGCUGUUUGGA 47 10 68
138 |bta-mir-2383 CugagugaugacugeUgace ggZgggzg3gﬁuaagguggggucaugggccaaggccaguggcugagCUGAGUGAUGACUGCUGAC 47 10 66
139 |bta-mir-23a aucacauugccagggauuucea gggggggggggguuccuggggaugggauuugcugccugucacaaAUCACAUUGCCAGGGAUUUCC 45 10 66
140 |bta-mir-23b-3p aucacauugccagggauuaccac ggguuccuggcaugcugauuugugacuuaagauuaaaAUCACAUUGCCAGGGAUUACCAC 38 to 60
141 |bta-mir-24 gugccuacugageugauaucagu SZSCQGUGCCUACUGAGCUGAUAUCAGUucucauuuuacacacuggcucaguucagcaggaacag 610 28
142 |bta-mir-2411-3p |gcugaacugucuuacucccacaucc SgggigiﬂggggagugacugucagaugcagccagcagaauaagugguuugGCUGAACUGUCUUAC 51 t0 75
143 |bta-mir-2419-3p |caggcgggugcuaauacgauca g;ﬂgzﬁggZgSgcaucaacacucgucuguucuuaaauaacauugagaaCAGGCGGGUGCUAAUAC 49 to 70
144 |bta-mir-2419-5p |aucgcaucaacacucgucuguu Sgag;ﬁ:ggggGCAUCAACACUCGUCUGUUcuuaaauaacauugagaacaggcgggugcuaauac 91030
145 |bta-mir-2427 aggucauuucaaagagggcug ggz;:;gﬁﬂgAGGUCAUUUCAAAGAGGGCUGaugggaccaaauccaggggcucuuaucacuguga 1110 31
146 |bta-mir-2435 aaacucgaaugaacucuuuggce ggiﬁéACUCGAAUGAACUCUUUGGCugacucaguauuauguuuagcaucagagagucaucagcau 41025
147 |bta-mir-24-3p uggcucaguucagcaggaacag gxﬁggggucccgugccuacugagcugaaacacaguugauuugugcacacUGGCUCAGUUCAGCAG 50 to 71
148 |bta-mir-2440 ugcagugaugagacccugga ﬂgggggzg;gguggggacuguuuggugcgggguggggccagcugUGCAGUGAUGAGACCCUGGAa 45 to 64
149 |bta-mir-2468 auaggaacauggaagauuguca ggzgggﬁﬁUAGGAACAUGGAAGAUUGUCAgucaucaucuauuucugccaauuuuccauguuccug 81029
150 |bta-mir-2478 guaucccacuucugacacca guugggggucgguggugagcaagcagagacuacauagguugccuuGUAUCCCACUUCUGACACCA 46 10 65

uguauugucaac




SN microRNA Mature miRNA Seq (5'-3") PremicroRNA Sequence (5'-3") Position
151 |bta-mir-2484 gagcuaugaugacuuugauugcau 3;ZﬂggggigzuguaugcaggguuauuauaauuaaaaagguGAGCUAUGAUGACUUUGAUUGCAU 4210 65
152 |bta-mir-25 cauugcacuugucucggucuga gggﬁggggg;gﬁgggggggagacuugggcaauugcuggacgcugccccgggCAUUGCACUUGUCU 52 t0 73
153 |bta-mir-26a uuCaaguaauccaggauaggeu 3322353zggggsggg;gggggﬁﬁ;CCAGGAUAGGCUgugcaggucccaaggggccuauucucgg 16 t0 37
154 |bta-mir-26b uucaaguaauucaggauagguu EgSgﬁgggggggig;3;@@2UAAUUCAGGAUAGGUUgugugcuguccagccuguucuccauuacu 1510 36
155 |bta-mir-27a-5p agggcuuageugeuugugagea gggﬁﬁzggggzggAGGGCUUAGCUGCUUGUGAGCAgguccacaucaaaucguguucacaguggcu 1410 35
156 |bta-mir-27b uucacaguggcuaaguucugc 2gﬁgggﬁzggﬁgggggggigggg;ggg;gg3;uggugaacagugacugguuuccgcuuugUUCAC 61to 81
157 |bta-mir-28 aaggagcucacagucuauugag gggﬁggzgSgggSégggégggCACAGUCUAUUGAGuugccuuucugacuuucccacuagauugag 1410 35
158 |bta-mir-2887 cgggaccgggguccggugcg CcguCGGGACCGGGGUCCGGUGCGgagagecccuucgucccgggacacggggcgcggcce 4to0 23
159 |bta-mir-2903 uuccgcgcucuacgccagce Sggggg;ggggggggggggggggGCUCUACGCCAGCccgcugccugccgggcuggugcaggccgc 18 to 36
160 |bta-mir-2904 00gagCCUCggUUGYCCUC ggggEagcgccgcGGGAGCCUCGGUUGGCCUngauagccggucccccgccguccccgccggcgg 14 10 32
161 |bta-mir-296-3p JagggUUYIYYCYYagYCUULCE Sggﬁggg;;gﬁggagggccccccccaauccuguugugcuugguucaGAGGGUUGGGCGGAGGCUU 47 10 68
162 |bta-mir-296-5p gagggcceceeecaauccu 3223;:;;;gﬁgﬁAGGGCCCCCCCCAAUCCUguugugcuugguucagaggguugggcggaggcuu 1310 31
163 |bta-mir-299 ugguuuaccgucccacauacau aagaaaUGGUUUACCGUCCCACAUACAUucugaauauguaugugggacgguaaaccgcuucuu 7 to 28
164 |bta-mir-29b uagcaccauuugaaaucaguguu SEXESESSEEﬁ;gg;;ucauauggugguuuagauuuaaauagugauugucUAGCACCAUUUGAAA 51t0 73
165 |bta-mir-29c uagcaccauuugaaaucgguua ZXﬁﬂgggsﬁiﬁgggSEgggggg;uucuccugguguucagagucuguuuuugucUAGCACCAUUUG 5410 75
166 |bta-mir-29d-3p uagcaccauuugaaaucgauua 2x§sggzsﬁiﬁggggﬂggggggguucuccugguguucagagucuguuuuugucUAGCACCAUUUG 5410 75
167 |bta-mir-29d-5p UgaCcCgauLUCUCCUggUgUU :;gﬂg;;ﬁﬁgﬁggggggggggggUUCUCCUGGUGUUcagagucuguuuuugucuagcaccauuug 16 10 36
168 |bta-mir-29e uagcaucauuUgaaaucaguguuu iﬂg;gggsagﬁggg;;ucacaugguggcuuagauuuuuccaucuuuguaucUAGCAUCAUUUGAA 52 10 75
169 |bta-mir-301a cagugcaauaguauugucaaagcau acugcuaacgaaugcucugacuuuauugcacuacuguacuuuacagcuagCAGUGCAAUAGUAUU 51 t0 75

GUCAAAGCAUcugaaagcag




170 |bta-mir-301b T T - uccugcuggccgcaggugcucugacgagguugcacuacugugcuuugaggagCAGUGCAAUGAUA
gug 9 9 geau UUGUCAAAGCAUccgggaccagccuuggag 53to 77
171 |bta-mir-30a-5p Uguaaacauccucgacuggaageu CUGUAAACAUCCUCGACUGGAAGCUgugaggcugcagaaaggcuuucagucggauguuugcagcu 210 25
gc
172 |bta-mir-30b-5p uguaaacauccuacacucagecu ccaaguuuucaguucaUGUAAACAUCCUACACUCAGCUguaacacacgagucggcugggaggugg
auguuuacuucagcugacuugga 171038
173 |bta-mir-30c UgUAAACAUCCUACACUCUCAGC cagacuguaaccaugccguagugugUGUAAACAUCCUACACUCUCAGCugugagcucgagguggc
ugggagaggguuguuuacuccuucugccauggaaaacguc 261048
174 |bta-mir-30d uguaaacauccccgacuggaageu guuguUGUAAACAUCCCCGACUGGAAGCUguaccacacagcuaagcuuucagucagauguuugcu 610 29
gcuac
175 |bta-mir-30e-5p Uguaaacauccuugacuggaageu gggcagucuuugcuacUGUAAACAUCCUUGACUGGAAGCUguaaggcguugcaaggagcuuucag
ucggauguuuacagcggcaggcugcca 1710 40
176 |bta-mir-30f UguAaAACACcCCUACAcUCUCAgCU gagggccagauacUGUAAACACCCUACACUCUCAGCUgugcacagugagaaagcugggagaaggc
uguuuacucucucugccuu 141037
177 |bta—mir-31 aggcaagaugcuggcauageu uccuguaacuuggaacuggagaggAGGCAAGAUGCUGGCAUAGCUguugaacugcgaaccugcua
ugccaacauauugccaucucucuuguccg 251045
178 |bta-mir-3141 2000CcaaaUAaacaa ccgccceccgucuccaccecgecccccggageccgcugaguggcggcagecggecccaggaccggguu
Sl uccucagacaaGAGGGCGGGUGGAGGAGGaagcgy 771036
179 |bta-mir-32 uauugcacaugacuaaguugcau ggaggUAUUGCACAUGACUAAGUUGCAUguugucacggccucagugcaauuuaguaugugugaua 610 28
uuuuc 0
180 |bta-mir-320a el i cccgeggcgucucgcuccccuccgccuucucuucccgguucuucccggaguc AAAAGCUGGG
gcuggguugagagggcga UUGAGAGGGCGAaaaag gagueago 56 to 77
181 |bta-mir-324 cgcauccccuagggeauuggugu aacuggcuaugccucccCGCAUCCCCUAGGGCAUUGGUGUaaagcuggagacccacugccccagg
ugcugcuggggguuguagucugac 1810 40
182 |bta-mir-326 — UL R cucgucugucuguugggcuggaggcagggccuuugugaaggcggguugugcucagaucgCCUCUG
999 9 GGCCCUUCCUCCAGcccagaggcggauuca ° 6010 79
183 |bta-mir-328 UG G RS cuguuucggagccuggagcgggggggcaggaggggcucagggagauagugugugcugecccCUGGC
99 geceuucegu CCUCUCUGCCCUUCCGUccccuguuce 6110 82
184 |bta-mir-330 == cuucggcgaucacugccucucugggccugugucuuaggcucugcaagaucaaccgaGCAAAGCAC
9 9 99 gcagaga ACGGCCUGCAGAGAggcagcgcucagcuc 571079
185 |bta-mir-331-3 — T gaguuugguuuuguuuggguuuguucuagguauggucccagggaucccagaucaaaccagGCCCC
P 9 999 cuagaa UGGGCCUAUCCUAGAAccaaccuaa ’ 611081
186 |bta-mir-331-5p ucuagguauggucccagg gaguuugguuuuguuuggguuuguUCUAGGUAUGGUCCCAGGgaucccagaucaaaccaggcccc
ugggccuauccuagaaccaaccuaa 251042
187 |bta-mir-335 ucaagagcaauaacgaaaaaugu uuuugggcgggggUCAAGAGCAAUAACGAAAAAUGUUugucauaaaccguuuuucauuauugcuc
cugaccuccucucauuugcuguacuca 1410 36
188 |bta-mir-338 N gcacgggccguccuccccaacaauauccuggugcugagugaugacacacgcaacUCCAGCAUCAG
9 gug tguuga UGAUUUUGUUGAagagggcagcugcca S50 77




SN microRNA Mature miRNA Seq (5'-3") PremicroRNA Sequence (5'-3") Position

189 |bta-mir-339a UCCCUgUCCUCCaggageucac ggggggggﬁgﬁgEUCCCUGUCCUCCAGGAGCUCACUugguccggccgugcgcuccucgaggccag 1410 35

190 |bta-mir-33a gugcauuguaguugcauugea ;ggggGUGCAUUGUAGUUGCAUUGCAuguucuggcgguacccgugcaauguuuccacagugcauc 610 26
- cgggcggceccccgcgGUGCAUUGCUGUUGCAUUGCaugugugaggcaggugcagugccucggcal

191 [bta-mir-33b gugcauugcuguugcauugc gggggcggggaggcggccccuggcaccgc gugugaggcaggugeagug ggcag 16 to 35
e uuguaccuggugugauuauaaagcaaugagacugauugucaugugucguuugugggalCCGUCUC

192 |bta-mir-340 uccgucucaguuacuuuauagcc AGUUACUUUAUAGCCauaccugguaucuua 58 to 80

193 |bta-mir-342 ucucacacagaaaucgcacccaucu gggiggxgggggxggggﬁgsgggg;ggggucugugguugaggacacggcaaaugaaacugUCUCA 61 to 85
- auacccaaugaaugcgaaaaCCUCAGUCAGCCUUGUGGAUGUauguucugcagaccugacaucua

194 |bta-mir-3431 ccucagucagccuuguggaugu gaggacugagugagaguuucacuuucagcuaa 9 gcag 9 21to 42
_ acccaaacccaggucugcugacuccuaguccagugcuugugauggcuggu CcCCUGAACUAGG

195 |[bta-mir-345-3p ccugaacuaggggucuggag GGUCUGGAchgggggguugaauauc 9 gug gugauggeugauagy 55to 74

196 |bta-mir-345-5p gcugacuccuaguccagugeu acccaaacccaggucuGCUGACUCCUAGUCCAGUGCUugugauggcuggugggcccugaacuagg 17 t0 37

ggucuggaggccuggguuugaauauc
197 |bta-mir-34a uggcagugucuuageugguugU ggccagcugugaguguuucuuUGGCAGUGUCUUAGCUGGUUGUugugaguaauaaugcaggaagc 2210 43
aaucagcaaguauacugcccuagaagugcugcacguuguggg

198 |bta-mir-34b aggcaguguaauuageugauug 8;gg:ﬁggSESESQSSEQEUGUAAUUAGCUGAUUGuacucucaugcuuacaaucacuaguuccac 1410 35
P agucuaguuacuAGGCAGUGUAGUUAGCUGAUUGcuaauaauaccaaucacuaaccacacggcca

199 |bta-mir-34c aggcaguguaguuagcugauug gguaaaaagauu 13to 34

200 |bta-mir-3601 ucucgugacaugaugauccecga g;ggggﬁgﬂ;;ggguuaucaaucugucacaagugcacagugguaUCUCGUGACAUGAUGAUCCCC 4510 67

201 |bta-mir-361 UUAUCAgAAUCUCCAggggUAC gg28SgUAUCAGAAUCUCCAGGGGUACuuauaauuugaaaaagucccccaggugugauucugauu 610 27

202 |bta-mir-362-3p aacacaccuauucaaggauuc cucgaauccuuggaaccuaggugugagugcuguucuagugcAACACACCUAUUCAAGGAUUCaaa | 42 to 62

203 [bta-mir-362-5p aauccuuggaaccuaggugugagu CcucgAAUCCUUGGAACCUAGGUGUGAGUgcuguucuagugcaacacaccuauucaaggauucaaa 51to 28

204 |bta-mir-363 auUgCacggUAUCCaUCUgCy UgaggggggguggaucacgaugcaauuuugauuaguauaauaggagaaaaAUUGCACGGUAUCCA 51 t0 71
R _ agagugcucgaggacagcaagaaaaaugagggacuuucaggggcagcuguguuuucugacucagu

289 || MEHINT=EEa-El vaaugececcuaaaaauccuuad caUAAUGCCCCUAAAAAUCCUUAUuguucuugcagugugcaucagg B8 ok

206 |bta-mir-369-3p aauaauacaugguugaucuuu ﬂggggggagaucgaccguguuauauucgcuuuauugacuuchAUAAUACAUGGUUGAUCUUch 43 10 63

207 |bta-mir-374a uuauaauacaaccugauaagug uacaucggccaUUAUAAUACAACCUGAUAAGUGuuacagcacuuaucagguuguauuguaauugu 12 10 33

cugugua




208 |bta—mir-374b auaUAAUACAACCUgCUAAgUY gaagaaauccuacucggauggAUAUAAUACAACCUGCUAAGUGuccuagcacuuaucagguugua 2210 43
uuaucauuguccgugucuauggcucucguc

209 [bta-mir-375 uuuuguucguucggcucgcguga ccccgcgacgagccccucgcacaaaccggaccugagcgUUUUGUUCGUUCGGCUCGCGUGAggC 39to 61
P aauccuucuuugguauuuaaaagguagauucuccuucuaugaguacauuauuuacgauuaAUCAU

210 |bta-mir-376a aucauagaggaaaauccacgu AGAGGAAAAUCCACGULUUCAgUAUCAAAUGCUG 61 to 81
e uucuuugguauuuaaaagguggauauuccuucuauguuuacgugauucauagauaAUCAUAGAGG

211 |bta-mir-376b aucauagaggaaaauccauguu AAAAUCCAUGUUUUCAgUAaUCaaaugcu 56 to 77
I gguauuuaaaagguagauuuuccuucuaugauuacggguuuggugauuaAUCAUAGAGGAAAAUC

212 |bta-mir-376d aucauagaggaaaauccacau CACAUuuUCgguaucaa 50 to 70
s ugauauucaaaagguggauauuccuucuauguuuacaggauugacagcuaAACAUAGAGGAAAAU

213 |bta-mir-376e aacauagaggaaaauccacauu CCACAUUUUaaguaucu 51to 72

214 |bta-mir-378 acuggacuuggagucagaagge 39ggcuccugacuccagguccuguguguuaccucgaaauagcACUGGACUUGGAGUCAGAAGGCC 43 10 64
e cuggaccaccagggaaauccugauuuuguuucuuauuaaggggagguucaguauagagcaaacag

215 |[bta-mir-378b acuugacuuggagucagaaggc CcACUUGACUUGGAGUCAGAAGGCUUagguccaa 67 to 88

6 i = acuggacuuggagucagaagu gﬁggaccaccACUGGACUUGGAGUCAGAAGchcaugugugagucuugguagggccaguggauug 1110 31
R ugguuccugcagagaUGGUAGACUAUGGAACGUAGGcuuugugauuuuugaccuauguaacaugg

217 |bta-mir-379 ugguagacuauggaacguagg uccacuaacucucaguaucca 16 to 36

218 [bta-mir- -3p ugguugaccauagaacaugcgc aaga ugucucuaugucguauguaaugugguccacgucuu 5to 26

b ir-380-3 UGGUUGACCAUAGAACAUGCGC

e uacucagagcgagguugcccuuuguauauucgguuuuuugauguagaaUAUACAAGGGCAAGCUC

219 [bta-mir-381 uauacaagggcaagcucucugu UCUGUgagua 49to 70
I uacuugaagaGAAGUUGUUCGUGGUGGAUUCGcuuuacuuaugacgaaucauucacggacaacac

220 |[bta-mir-382 gaaguuguucgugguggauucg uuuuuUCagua 11to 32
e uuggugggagCUCGGAGAGUGCAGCUGUGGgugucagggucaggcacacgcacagcaccucacug

221 |bta-mir-3957 cucggagagugcagcugugg agcuccuuccaa 11to 30

292 |bta—mir-409a agguuacccgagcaacuuugeau ugguacgcggggagAGGUUACCCGAGCAACUUUGCAUcuggacgacgaauguugcucggugaacc 150 37

ccuuuucgguauca

s ugauaccgaaaaGGGGUUCACCGAGCAACAUUCgucguccagaugcaaaguugcucggguaaccu

223 |bta-mir-409b gggguucaccgagcaacauuc cuccecgeguacea 13to 33
s ugguacuuggagagAUAGUAGACCGUAUAGCGUACGcuuuaucugugacguauguaacacggucc

224 |bta-mir-411a auaguagaccguauagcguacg acuaacccucaguauca 15to 36
sl _ gggaguggauGGUUGAUCAGAGAACAUACAUUuugucaaugauguaugucaacugauccacaguc

225 |bta-mir-411c-5p |gguugaucagagaacauacauu e 11to 32
P gcacauuguaggccucauuaaauguuuguugaaugaaaaaaugaaucAUCAACAGACAUUAAUUG

226 |bta-mir-421 aucaacagacauuaauugggcgc GGCGCCugeucUgUgaUcuc 48 to 70




P _ auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaAAGCUCGGUCUGAG
227 |bta-mir-423-3p aagcucggucugaggccccucagu GCCCCUCAGUCUUGCUUCCUACCCTCge 52t0 75
e _ auaaaggaaguuaggcUGAGGGGCAGAGAGCGAGACUUUucuauuuuccaaaagcucggucugag
228 |bta-mir-423-5p ugaggggcagagagcgagacuuu JCCCCUCAgUCUUGCULCCUACCCCYCYC 17 to 39
s _ ucguugacuccgaggggaugcagcagcaauucauguuuugaagugcuuuaaacgguuCAAAACGU
229 |bta-mir-424-3p caaaacgugaggcgcugcuau GAGGCGCUGCUAUAcCCCcuugegaggaagu 58 to 78
230 |bta-mir-424-5p cagcagcaauucauguuuuga ucguugacuccgaggggaugCAGCAGCAAUUCAUGUUUUGAagugcuuuaaacgguucaaaacgu 21 t0 41
gaggcgcugcuauacccccuugcgaggaagu
e _ gaaagcgcuuuggaaugacacgaucacucccguugagugggcacccaagaagccAUCGGGAAUGU
231 |bta-mir-425-3p aucgggaaugucguguccgccc CGUGUCCGCCCagugcucuuuc 55 to76
232 |bta-mir-425-5p augacacgaucacucccguuga gaaagcgcuuuggaAUGACACGAUCACUCCCGUUGAgugggcacccaagaagccaucgggaaugu 1510 36
cguguccgcccagugcucuuuc
233 |bta-mir-4286 aCCCCAacUCCUGgUACS ggccuacACCCCACUCCUGGUACCagcugcuugggcccccccuguggcacaugccucugagaugg 810 24
agggauuaaug
I ugugugauggguUGGCAGUGUAUUGUUAGCUGGUugaauaugugagugccaucagcuaacaugca
234 |bta-mir-449a uggcaguguauuguuagcuggu acugcuaucuuauugcauguaua 13 to 34
235 |bta-mir-451 aaaccguuaccauuacugaguuu ggggggguggcgaggAAACCGUUACCAUUACUGAGUUUaguaaugguaacgguucucuugcugca 16 10 38
I cuguuuauuaccagauccuagaacccuaucgauauugucucugcuguguaaauagcucugagUAG
g ora-mir-4s4 vagugcaauauugcuuauagggu UGCAAUAUUGCUUAUAGGGUuuugguguuugggaagaacaaugggcaug 631085
I _ ucccuggcgugaggguaugugccuuuggacuacaucguggaagccagcaccauGCAGUCCAUGGG
237 |bta-mir-455-3p gcaguccaugggcauauacacu CAUAUACACUUgCCUcaaggccua 54 to 75
238 |bta-mir-455-5p UAUGUYCCUULgYACUACAUC ucccuggcgugagggUAUGUGCCUUUGGACUACAUCguggaagccagcaccaugcaguccauggg 16 10 36
cauauacacuugccucaaggccua
239 |bta-mir-484 ucaggcucaguccccucccgau gUCAGGCUCAGUCCCCUCCCGAUaaaccucuaaauagggaccuucccggggggcuaccucggc 2to 23
240 |bta-mir-485 agaggcuggccgugaUgaauucy iﬁﬂESZSEAGAGGCUGGCCGUGAUGAAUUCGauucaucaaagcgagucauacacggcucuccucu 91031
241 |bta-mir-486 uccugUacUgageugeccegag gccagcuuggaccugcguccucccugacgggUCCUGUACUGAGCUGCCCCGAGgcccuucgcugu 3210 53
gcccagcucgggucagcucaguaccgggcgcgucggggugggagucggccggaagcagg
R uugguacuuggagagugguuaucccuguccuguucguuuuacucaugucgAAUCGUACAGGGUCA
242 |bta-mir-487b aaucguacagggucauccacuu UCCACUULUUCaguaucaa 51to 72
. uugacuuagcuggguAGUGGGGAACCCUUCCAUGAGGaguagaacacuccuuaugcaagauuccc
243 |bta-mir-491 aguggggaacccuuccaugagg uuCUAcCUgacuggguugy 16 to 37
. cuggcccccagggccuuguacaugguaggcuuucauucauucguuugcacauucggUGAAGGUCU
244 |bta-mir-493 ugaaggucuacugugugccagg ACUGUGUGCCAGGCccugugecag 57 to 78




SN microRNA Mature miRNA Seq (5'-3") PremicroRNA Sequence (5'-3') Position
245 |bta-mir-494 Ugaaacauacacgggaaaccuc Xiggagﬁﬂ3833233gﬁgg;uauccguguugucuucucuuuauuuaugaUGAAACAUACACGGGA 50 to 71
246 |bta-mir-495 aaacaaacauggugcacuucuu ngﬂgﬁﬁggggizgigguugcccauguucuuuucgcugauaugugachAACAAACAUGGUGCAC 49 10 70
247 |bta-mir-496 ugaguauuacauggccaaucuc Sggggﬁ;ggggzﬁﬁﬁgzgﬂggﬁgggﬂggﬁﬁiggg;guguucauuuuauuuaugaUGAGUAUUACA 55to0 76
248 |bta-mir-497 cagcagcacacugugguuugua ccaccccaguccugcucccgcccCAGCAGCACACUGUGGUUUGUAcggcacuguggeccacgucca 24 10 45
aaccacacugugguguuagagcgagggugggggaggcaccgcugagg
249 |bta-mir-499 uuaagacuugcagugauguuu 28gﬁggggggﬁggggﬁﬁgégggggﬁgggﬁggggggggaccucuccacgugaacaucacagcaagu 14t0 34
250 |bta-mir-500 uaauccuugcUaccugggugaga gg:ﬁﬁgﬁggggggggggggUGCUACCUGGGUGAGAgugcuuucugaaugcaaugcaccugggcaa 1310 35
251 |bta-mir-502a aaugcaccugggcaaggauuca ggiﬁﬁgiggg;g;giggggzgcucucugggugcuagugcugucuccaugcAAUGCACCUGGGCAA 51 t0 72
252 |bta-mir-503-3p ggagUALUGUUUCUGEUGCEEyy gggggggg;g;gggigSgggaacaguacugcagugggcaauuggugaucuGGAGUAUUGUUUCUG 51 t0 73
253 |bta-mir-503-5p uagcagcgggaacaguacug 28;ggggg;gggé;ﬁﬁggGGAACAGUACUGcagugggcaauuggugaucuggaguauuguuucug 1110 30
254 [bta-mir-505 cgucaacacuugcugguuuccu Sggﬂgggﬂgggﬁgﬁig;ggggg3ggcaggaaguauugauguuucuaccaguuuagCGUCAACACU 56 to 77
255 |bta-mir-532 caugccuugaguguaggacegu gggg;ggﬂ3;2;3;g;;ggﬁgGCCUUGAGUGUAGGACCGnggcaucuuaauuacccucccacac 19 to0 40
A e L
257 |bta-mir-574 UgAagUgUQGUYUGUGUgAgUgUQUg agcuuuugagcuuacuucccagucucgaauccgugUGAGUGUGUGUGUGUGAGUGUGUGugagag 36 t0 59
258 |bta-mir-582 uuacaguuguucaaccaguuacu zggﬂg;gggggggggggggggggﬁgggggggﬁﬁUUACUaaucuaccuaauuguaaccaguugaac 16 to 38
259 |bta-mir-6119-3p |gcaaaucauuuuuuacucuccaa 3ggxxgzggggzaaaaaauugauuugacuaguucuuuaacacaucuaGCAAAUCAUUUUUUACUC 48 10 70
260 |bta-mir-6119-5p |agagguaaaaaauugauuugacu 3gggggggggggAAAAAAUUGAUUUGACUaguucuuuaacacaucuagcaaaucauuuuuuacuc 710 29
261 |bta-mir-6123 ugccaageccacguucaaagg gggg;gSggggggggggACGUUCAAAGchguuucuucaaaguuaauggugccgccuuugagcug 810 28
262 |bta—mir-628 augcugacauauuuacuagagg 323835853228EgggggSg:gggggﬂggﬁAUAUUUACUAGAGGguaaaauuaauaaccuucuag 23 t0 44
263 |[bta-mir-6516 uuugcaguaacaggugugaac UUUGCAGUAACAGGUGUGAACauucuagcagcaguuugaugaucauguaugauacugcaaac 1to 21




264 |bta-mir-6517 UCAgggUCCgUYAgCUCCUCYYC ccgccgguucUCAGGGUCCGUGAGCUCCUCGGCguacucggagaacauucgccggaacuccgggu
ccuggaaggcgga e

265 |bta-mir-652 aaugoCcaCCacUAaaaUUAU acgaauggcuaugcacugcacaacccuaggagagggugccauucacauagacuagaauugAAUGG
99¢g ggguugug CGCCACUAGGGUUGUGcagugcacaaccuacac 61 to 81

266 |bta-mir-6520 Uugaguauugucagagagage gucccucuccUUGAGUAUUGUCAGAGAGAGCgauucugugcccacccugagucgucucuccgceccu
guacucagccagcagcgcc AL gl

267 |bta-mir-6524 uuAacucuga aacaaggacaccaguuaggccacucagaguaacuaucaguaacuaacuggUUACUCUGAGUAACC
gaguaaccuaacug UAACUGguauccuugu 51to 71

268 |bta-mir-6529a gagagaucagaggcgcagagu cuguucucuuGAGAGAUCAGAGGCGCAGAGUgcgucaaugucaaugaagccugugccuuuuaccu
cuuuaagagcgcac 1Lag e

269 |bta-mir-6531 uagacuugguguacuuugagaga uaccuacuucUAGACUUGGUGUACUUUGAGAGAcaguguuguuuuuugcuccuuuuuuauacuug
cuaugucuggacguggcaa i

270 |bta-mir-660 uacccauugcauaucggageug cugcuccuucucccgUACCCAUUGCAUAUCGGAGCUGugaauucucaaagcaccuccuaugugca
uggauuacaggaggg Ll ey
271 |bta-mir-664b uauucauuuaucucccagccuac caggcuaggagaaaugauuggauagaaaauuuuauucUAUUCAUUUAUCUCCCAGCCUAC 38 to 60

272 |bta-mir-671 aggaagcccuggaggggeuggag gccgcecgaccuggcaggccaggaagaggAGGAAGCCCUGGAGGGGCUGGAGgugauggauguuuu
ccuccgguucucagggcuccaccuuuuccgggccguggagccagggcugguge 291051
273 |bta-mir-677 cucacugaugagcageuucugac CUCACUGAUGAGCAGCUUCUGACuuucguucuucugaguuugcugaagccagaugccauuucuga 11023

g

274 |bta-mir-7 UggaagacuagugauuuuguuUgUU guggagcagccagccccaucUGGAAGACUAGUGAUUUUGUUGUUgucuccugcgcucaacaacaa
gucccagucugccgcauggugcuggccaccgca 2l iwas

275 |bta-mir-744 ugcggggcuagggcuaacagea gguugggcggggUGCGGGGCUAGGGCUAACAGCAggcucacugacgguuucccggaaaccacgca
caugcuguugccacuaaccucaaccuuacucgguc el

276 |bta-mir-760-3p caacucU ucuaU a ggaggaugcugcagcguggggcgcgucgccccccucaguccaccagagcccggauaccuuagaaa
99 999 949999 uuCGGCUCUGGGUCUGUGGGGAgcgaaaugcaacccaaacuccauuuugccg 68 to 87

277 |bta-mir-769 UgagacCuCCggguUUCUgageu gacuuggugcugauucccggcgcucugaccUGAGACCUCCGGGUUCUGAGCUgugauguugcuuc
ccagcugggaucucuggggucucgguucagggucgggaccucuggguucugagc e
278 |bta-mir-7859 aaaaacuggcagcuucauguaa augugaaauuaccaguauuugucugcuuugaccuacAAAAACUGGCAGCUUCAUGUAA 37 to 58

279 |bta-mir-877 guagaggagauggcgcaggg gcucgagaagGUAGAGGAGAUGGCGCAGGGgacacgggcuaagacugggggecucccgggaccccc
caacauguguccucuucucccuccucccagguguacg Ll s EE

280 |bta-mir-92a UALUGCACULOUCCE cuuucuacacagguugggaucgguugcaaugcuguguuucuguauggUAUUGCACUUGUCCCGGC
g gu ggccugu CUGUUgaguuugg 48 to 69

281 |bta-mir-92b UALUOCACUCOUCCCANCCUCE cgggccccgggcgggcgggagggacgggacgcggugcaguguuguucuuuccccugccaalAuuG
9 gucecgg CACUCGUCCCGGCCUCCggeccecucggece LIt




cugggggcucCAAAGUGCUGUUCGUGCAGGUAgugugaucaccugaccuacugcugagccagcac

282 [(bta-mir-93 caaagugcuguucgugcaggua uuccegageeee 11 to 32
s aacacagcgggcgcucaauaaauguuuguugaauugagaugcgcuaaaUUCAACGGGUAUUUAUU
283 |bta-mir-95 uucaacggguauuuauugagca GAGCAcccacucugug 49to 70
i Ol ggaggcccguuucucUCUUUGGUUAUCUAGCUGUAUGagugccacagagccgucauaaagcuaga
284 |bta-mir-9-5p ucuuugguuaucuagcuguaug Uaaccgaaaguagaaaugacucuca 16 to 37
285 |bta-mir-98 ugagguaguaaguuguauuguu 2ggﬁﬁﬁcugcucaugcuggggUGAGGUAGUAAGUUGUAUUGUUgugggguagggauuuuaggccc 2210 43
gaagauaacuauacaacuuacuacuuucccugguguguagcacauuca
P _ cccauuggcauaaacccguagauccgaucuuguggugaaguggaccgcaCAAGCUCGCUUCUAUG
286 [bta-mir-99a-3p caagcucgcuucuaugggu GGUcugugucagugug 50 to 68
287 |bta-mir-99a-5 aaccCauanauceyaucuLau cccauuggcauaAACCCGUAGAUCCGAUCUUGUggugaaguggaccgcacaagcucgcuucuaug 1310 33
P guag 9 9 ggucugugucagugug 0
288 |bta-mir-99b cacccguagaaccgaccuugeg ggcaccCACCCGUAGAACCGACCUUGCGgggccuucgccgcacacaagcucgugucugugggucc 71028

guguc




